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[High Content Screening for Therapeutic Discovery)
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Designing & setting up complex phenotypic
assays

Automated microscopy image processing and
analysis

High content screening data analysis

= Azt
Regis Grailhe, SIS IIAE[247 A
- Designing & establishing cell-based assays o, iq shum, sr=nAEZoiT A
for screening Soojin Jang, BFSIAEZQIF A
- High Content Assay: instrumentation and "\ialie Aulner, ZZA DAEZOITA
assay development Jean-Yves Tinevez, ZZA MAEZQIFTA

Mikael Bouille, =&

= HZ|etntef

Ricardo Henriques, £2&Z
A (Instituto Gulbenkian de Ciéncia)



mailto:ipk-course@ip-korea.org

